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2. Microsatellites

1. whole mtDNA
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Microsatellite analysis
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Microsatellite analysis - variability
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Microsatellite analysis - variability
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Microsatellite analysis – Population structure
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Conclusions

mtDNA shows past connectivity among 

areas and confirms the poly-phylogeny of  

the Genus

Microsatellites highlight the presence of  

isolated areas
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