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Chamois

• Alpine chamois (R. r. rupicapra) 
• Balkan chamois (R. r. balcanica)
• Velebit Mtn - contact zone

Chamois on Biokovo Mtn (photo: Krešimir Kavčić).



Sequence data analysis

DNA sequencing
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MHC alleles

• 236 bp fragment of exon 2 of DRB gene 
• number of alleles: 20
 6 novel

• number of unique proteins: 20



Haplotype distance matrix



Average number of pairwise differences



Peptide binding region (PBR)
10 20 30 40 50 60 70 80

Region No. codons No. variable sites at 
nucleotide level

Nucleotide 
diversity (ᴨ)

Average number of 
nucleotide differences (k)

All 78 23 0,038 8,974
PBR 22 19 0,107 7,058



Region N MHC/pop MHC/ind No. 
genotypes

No. unique 
genotypes

Albania 6 7 5 5 2
Austria 2 4 2 2 2
BIH 6 6 2,2 5 2
Bulgaria 6 6 2 5 4
Croatia (Biokovo) 6 5 1,5 5 2
Croatia (Dinara) 6 9 4 4 3
Croatia (Velebit) 6 4 1,5 5 1
Greece 5 6 4,8 3 0
Italy 2 6 3,5 2 2
Macedonia 6 9 4,83 4 2
Montenegro 5 9 5,4 5 4
Romania 5 5 2 4 2
Russia 2 7 5 2 2
Serbia 6 8 2 5 3
Slovakia 6 5 2,5 5 3
Slovenia 6 12 5,6 6 6
Slovenia (Pohorje) 6 7 2 6 6
Spain 6 5 2,7 4 2
Turkey 5 8 2,4 5 5

Estimates of genetic diversity for MHC



2

4

2 5

Mean number of alleles per individual

2,21,5
1,5

4,8

3,5 4,55,4

2
2

2,5

5,6

2,4

2,7
5



Genotype diversity per region

% of individuals with differrent genotypes

% of individuals with differrent and unique genotypes

% of individuals with the repeated genotypes



Matrix of 
pairwise FST *
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FST P values:

* 0,02 < P < 0,04
** 0,01 < P < 0,02
*** P < 0,01 ***
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Dear Colleagues, 
Thank You for Your attention!
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