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adaptive immunity

gene duplication – balancing selection

genetic markers for adaptive evolution

High Throughput Sequencing
(=Next Generation Sequencing)

Wieczorek et al. 2017 Frontiers in Immunology
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MHCII DRB exon2
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AMPLISAS algorithm

De-multiplexing
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Grogan et al. BMC Genomics 2016
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MHC alleles

total number of alleles: 20
previously described in chamois:  12
new alleles: 8

depth amplicons: 89175 reads

Results
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sample number allele number
MHC diversity

the average number of allels per individual

Albania 5,6 Italy 3,5 Slovakia 2,5 Bulgaria 2

Montenegro 5,4 Slovenia 3,2 Croatia 2,5

North Macedonia 4,8 Spain 2,7 Bosnia and Herzegovina 2,1

Greece 4,8 Romania 2,7 Serbia 2

Results
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ResultsMedian Joining Network



Conclusions

MHC class II DRB is a complex multilocus system with a high level 
of polymorphism in chamois

evidence of multiple co-amplifying copies

presence of at least 3 loci resulting from gene duplication events
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